ZAKXFESR B RFEANTFEKRE

Host University Chiba University

HNEABRE YLRY TUAN

Foreign Researcher SOMNUK BUNSUPA

ZATRSE LR E B4 iz
Research Advisor Mami Yamazaki Position Professor
2 AR/ HRH KEREFHTBT

Faculty/Department Graduate School of Pharmaceutical Sciences

<45 BEABHEETOTs—IL/Profile>

E # 84

Nationality Thailand

AR ARE RERYRFRFE

Affiliation Faculty of Pharmacy, Mahidol University

BEQEA BI#

Position Assistant professor

ol 202345128208 ~202443/818H (908 /)

Period of Stay 90 days ( December 20, 2023 - March 18, 2024)

by R Real-time PCR analysis
Major Field Pharmacognosy

<SHEABFEE MDD L/ Foreign Researcher Report>

DOWHEIEE / Theme of Research

Integration of metabolomics and transcriptomics data for the development of Thai traditional medicine. Thai traditional medicine (TTM) is a
holistic form of medicine that includes both methods and practices. TTM has remained a popular medical resource in Thailand; however,
one major disadvantage of their use has been a lack of clinical evidence for which bioactive compounds they contain. Metabolomics can be
used to identify chemical compositions in herbal medicines and to screen for potentially active compounds. This data will be combined with
other omics types (genomics, transcriptomics, and proteomics) to gain a more comprehensive understanding of the biological systems under
investigation.

QWEMWE / Outline of Research

Kaempferia parviflora (black ginger) is a Zingiberaceae family medicinal plant. For centuries, its rhizome has been used as a folk medicine.
Many pharmacological studies on black ginger have claimed that it can help with a variety of ailments. The presence of flavonoids,
methoxyflavones, phenolic glycosides, and terpenoids has been confirmed by phytochemical analysis of black ginger rhizome extracts. One
of the challenges that can accelerate the development of this plant in several areas such as drug discovery and development and medical
treatment is the elucidation of genes and enzymes in these pathways.

The goal of this study is to identify genes involved in methoxyflavone biosynthesis in black ginger using transcriptomics and metabolomics
data.

OWEME / Results of Research

Transcriptome analysis was conducted on black ginger rhizomes, mature leaves, and callus tissues. Candidate genes for methoxyflavone
biosynthesis were predicted using fold change FPKM values and metabolite profiles. Real-time PCR analysis was performed to validate the
transcriptome data, revealing seven O-methyltransferase candidate genes likely involved in methoxyflavone biosynthesis. Meanwhile, |
visited the RIKEN Center for Sustainable Resource Science (CSRS), participated in a conference, engaged in discussions about our
research with professors, and exchanged ideas with researchers. We explored the potential utilization of metabolomics for developing a Thai
herbal medicine database and discussed potential collaborations for the future.

@45#DFE / Further Research Plan

We aim to advance the ongoing project, focusing on cloning candidate genes for complete sequences to facilitate extensive functional
characterization. Additionally, we intend to broaden our collaborative research on Thai traditional medicine, leveraging state-of-the-art omics
technologies. Through this synergistic effort, Thailand and Japan can achieve notable progress in medicinal plant research, fostering
scientific advancements, cultivating enduring partnerships, and facilitating the exchange of knowledge and skills.
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O@MFEIEHAE / Results of Research
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@OUFEXTBEDFEHRR / Activities of International Student Exchange Program
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