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OWMEZEE / Theme of Research

The striped catfish, Pangasianodon hypophthalmus Sauvage, 1878, is native species and successfully cultured in Mekong river area.
Vietnam is the world’s largest producer of P. hypophthalmus, with an estimated 1.1 million tons being cultured on a farming area of more
than 5,000 hectares. To improve the catfish production, genomic information may be useful to develop marker-assisted breeding and
associated genome-wide analyses for catfish aquaculture. During the Follow-up Research Fellowship program, | focused on genetic
variations and identification of genetic markers for growth traits in the striped catfish.

@WEME / Outline of Research

1) The Insulin-like Growth Factor (IGF) systems, which includes IGFs, IGFRs (receptors) and IGFBPs (binding proteins), plays an
important role in the regulation of growth in all vertebrates. To find candidate genes for growth-related genetic variations, | have
examined the differential expression of several IGF-related genes between slow-growing fishes and fast-growing fishes. Total RNAs were
extracted from liver and brain tissues of slow-growing fishes and fast-growing fishes. Then, cDNAs were synthesized and used as
templates for real-time PCR to examine the expression level of IGF1, IGF2 and IGFBBP3 genes. 2) Since bioinformatics knowlege is
necessary for this study, | have discussed with several experts and learned about the methods of genetic marker discovery.

®WMEME / Results of Research

1) The product of IGF1 gene was very low in all samples, thus it was not significantly different bewteen slow-growing fishes and fast-
growing fishes. The expression levels of IGF2 and IGFBP3 were higher in the fast-growing samples compared to the slow-growing
samples. The results show that IGF2 and IGFBP3 genes are probably good candidates for investigation of growth-related genetic
variations. 2) Discussed with Dr. Masashi Sekino (National Research Institute of Fisheries Science) and Prof. Yoichi Yusa (Nara Women's
University) about the methods to develop microsatellites and SNP markers. 3) Discussed with Prof. Kei Yura (Ochanomizu University) and
Associate Prof. Toshinobu Suzaki (Kobe University) about the methods of genome and transcriptomes analyses.

@4#%0OEE /| Further Research Plan

1) Studying genetic variations of genes in IGF system and their association with growth traits in striped catfish (Pangasianodon
hypophthalmus). 2) Genome and transcriptome analyses to develop microsatlites and SNP markers for growth traits in the striped
catfish.
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DWMEFEE / Theme of Research
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Q@WEME / Outline of Research
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®WMEME / Results of Research
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@45 #%0O5HE |/ Further Research Plan
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F51E B ARREEYFEEKREIZS I/ Participation in the 51st E SRR ENKERSE - BB 48 P RKEREAR

Annual meeting of the Japan Society of Protistology (Matsue, KEARIFRAE U 2— 5/ LIERERYT IV—TEHR
Shimane Prefecture) /Visit to the National Researchi Institute of Fisheries

Science, Research Center for Bioinformatics and

Biosciences, Genome Informatics Group




