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DOWHEERE / Theme of Research

Comparative research on gut microbiota between Thai and Japanese people

@WEWBE / Outline of Research

Gut microbiota play an important role in the development of metabolic disease, energy imbalance, and the interction between gut and brain.
Studies of gut microbiota in human indicated that gut microbiome profiles have differences depending on race, geography, and dietary habits.
Moreover, gut microbiome of hidden population is important in taxonomic identification for specific intervention and precision in disease
treating, such as development of microbiome-target treatments for metabolic disease prevention. This study aimed to investigate gut
microbiome and metabolome of the people who lived in untouchable areas (difficult to access) of Thailand, associated with race, geography,
and dietary habits.

®MZERE / Results of Research

Comparative study of gut microbiome in the middle part of Thailand revealed that geography and race did not influence on gut microbiome of
this population, but diet had more powerful effectiveness. We investigated gut microbiome of Thai people who live in Suphan Buri province (n
= 48) and Petchaburi province (Pong Luek village: n = 13 and Pa teng village: n = 50). All of them had specific races. As a result, gut
microbiome among the groups did not indicate significant difference. However, comparative study between the subjects who were lean (n =
32) and obese (n = 79) revealed that gut microbiome of lean subjects were highly dominant with Faecalibacterium, while pre-obese subjects
were highly dominant with Prevotella which totally less colonizes in Japanese.

@510 E / Further Research Plan

With reserch collaboration between Japan and Thailand under Asian microbiome project, we will continue this study and plan to publish our
research by 2024. Fecal metabolome will be accomplished using metabolomic technique approaches and will be investigated its association
with gut microbiome and diets. Moreover, gut microbiome of Thai people from the northern part, which was already carried out the next
generation sequencing at Kyushu University will be intregated and analyzed their association. By our vision, we aim to build a basal
microbiome database of Asians covering the entire region and all age groups and gain an insight into the link between life style and gut
microbiota. By sharing knowledge from our research, we wish to promote Asian health.
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DOWEERE / Theme of Research
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@BIEiEEME / Outline of Research
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OBEIEERE / Results of Research
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@BPEXFEEDFEIRR / Activities of International Student Exchange Program
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®45#0MEE / Further Research Plan
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Laboratory of Microbial Technology’s members During working on the gel electrophoresis




